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glycoprotein of CSFV
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Abstract

International pig veterinary society (IPVS) is a prestigious international congress
held every two years. The 21* IPVS congress, held in Vancouver, Canada, had
included 263 oral presentations and 873 posters on the issues of pig health, production
and management, food safety and animal welfare. The theme topics of this meeting
were porcine circovirus diseases, porcine reproductive and respiratory syndrome and
swine influenza. There was also a technical tour to the diagnostic labs and the level 3
microbiological facility of the Animal Health Center, British Columbia. My oral
presentation was on the: Antigenic analysis among various subgroups of E2
glycoprotein of classical swine fever virus (CSFV). Our study displayed the
differences in antigenicity of E2 between vaccine and field strains of CSFV by their
variable reaction patterns between expressed proteins and monoclonal antibodies. The
D/A domains of various CSFVs were relatively conserved, while the B/C domains
were responsible for antigen specificity among various CSFVs, in which the disulfide
bond and motif 7'LLFD’"* were essential for maintaining the structural integrity of its
conformational recognition. Our study further demonstrated that residues "PE and
"D were critical for antigenic specificity of Taiwan field strain 94.4/IL/94/TWN,

while residues "°D and "®'K were specific for the LPC/AHRI vaccine strain.



