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The Application and Development of a Differential Method between of
European Type and North American Type of Porcine Reproductive
and Respiratory Syndrome Virus in Taiwan

YL Huang®, MC Deng, CY Chang, TS Huang

Animal Health Research Institute, Council of Agriculture

Abstract Porcine reproductive and respiratory syndrome (PRRS) is one of the important swine
diseases and is caused by PRRS virus (PRRSV), which is divided into European (EU) and North
American (NA) types. Due to the cross-protection between two types was poor, the PRRSV
diagnosis was needed to confine its type. Therefore, the aim of the study was to develop a
differential method between two types of PRRSV. The differential reverse-transcription real-time
PCR (RRT-PCR) of PRRSV was established. It was able to differentiate between NA and EU types
and was not cross-reaction between two types. The detected limited was reached to the 3.19 and
0.89 TCID50/ml for NA and EU types, respectively. Compared with RT-PCR, the detected limits of
the differential RRT-PCR were more sensitive. In the test of clinical samples, a total of 132 clinical
samples were detected by RT-PCR and differential RRT-PCR in this study. The results of both
RT-PCR and different RRT-PCR were the same that only 9 samples were PRRSV positive. These
samples were all NA type by diagnosis of different RRT-PCR and were also coincident with the
result of sequencing. In conclusion, the differential RRT-PCR of the study was able to differentiate
between NA and EU types and was specific and sensitive. In the diagnostic process, RRT-PCR
omitted the process of gel electrophoresis and sequencing, and shortened the one diagnostic days.

Keywords: Porcine reproductive and respiratory syndrome virus, European type, North American
type
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