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The threat of animal influenza viruses
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Abstract

In humans, the infection of influenza A or B viruses manifests typically as an
acute and self-limited upper respiratory tract illness characterized by fever, cough,
sore throat, and malaise. However, influenza can present different clinical signs,
ranging from sub-clinical or even asymptomatic infection, to a severe primary viral
pneumonia.lnfluenza A viruses (1AVSs) are considered to have high global pandemic
potential due to the abundance of permanent animal reservoirs harboring viruses that
occasionally spill over into human populations. Pandemic influenza viruses arise from
genomic reassortment whereby genetically and antigenically new virus strains (or
subtypes?) are created by the “mixing-and-matching” of viral genes with human
and/or animal influenza viruses. These “antigenic shift” events introduce an
immunologically novel influenza virus into the human population, which has no
pre-existing immunity to it. Sixteen antigenically distinct HA (hemagglutinin) and
nine NA (neuraminidase) subtypes exist in wild aquatic birds, which are considered
to be the primary reservoir hosts for IAV and host the highest diversity of IAVs. Only
a few of these subtypes have successfully crossed into other avian and mammalian
hosts. The first outbreak of avian influenza A(H5N1) virus in humans occurred in
Hong Kong in 1997 and in 2013, the first human case of avian influenza A
(H6N1)infection was reported in Taiwan. Since 2013, cases of human

avian influenza A H7N9 infections have been documented in China and alarge



epidemic in 2016-2017in China raised further_concerns that the epidemiology of the

virus may have changed, thus increasing the threat of a pandemic.



