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Pathogenesis ofPRRSV strains isolated in Taiwan
Deng, Ming-Chung
Associate Researcher, Division of Hog Cholera research

Abstract
Porcine Reproductive and Respiratory Syndrome (PRRS) is among the
diseases causing majoreconomic impact in modern pig production
worldwide. It is likewise a severe problem among pig farms of Taiwan.
The virus causing PRRS is a small envelopedsingle-stranded RNA virus
with, belonging to the family Arteriviridae, within the order Nidovirales.
The PRRS viralgenomeexhibits high rates of mutation and recombination
and two dominant genotypes, the North American (NA) and European
(EU) types, exist in the world.Genomic analyses have revealed that all of
the isolated strains fromTaiwanbelongto the NA genotype lineage. In
order to understand the pathogenicity of these Taiwanese strains, we
compared the differences in virulence among animals challenged
withtheNA reference strain VR-2332, and four strains isolated from
Taiwan: WSV,SH2,1214 and 3267.Although there was a significant
difference in pathological symptoms (gross lesions),no differences in
antibody titer, weight gainand viral loadwere observed in infected pigs.
Nevertheless, the animal challenge test is still a useful model to assess the
virulence of different isolated strains of PRRS virus.



