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The wild bird Avian Influenza Diagnosis and Surveillance Program
at the South Korean Animal and Plant Quarantine Agency

Wan-Chen Li

Abstract
South Korea is often the first country to encounter a seasonal epidemic of the highly
pathogenic avian influenza virus in East Asia. The notification of thes outbreaks
serves to alert neighboring countries and the rest of the world. These outbreaks have
often heavily impacted the poultry industry, and there are also many cases of
concomitant avian influenza infections in wild birds. Among other data and analyses
collected during these outbreaks, phylogenetic analyses of South Korean avian
influenza viruses are an essential component to determining their evolution and
predicting future outbreaks. Thus, we visited the Poultry Avian Influenza Research
and Diagnostic Division of the Animal and Plant Quarantine Agency (APQA) in
South Korea. The main content of the visit focused on the monitoring program for
wild bird avian influenza in South Korea, which included assessing the cooperative
and operative procedures between the APQA and other responsible organizations. In
addition to disease monitoring, the APQP has employed from 2013 onwards, a novel
global positioning system (GPS) tracker systems to record the flight routes of
common migratory birds. The results have been applied to the analysis of wild bird
transmission of avian influenza, and some of this information is disseminated to the

public.



